Deleterious Non-Synonymous Single Nucleotide Polymorphism Predictions on Human Transcription Factors.
Transcription factors are the major components of human gene regulation. In particular, they bind onto specific DNA sequences and regulate neighborhood genes in different tissues at different developmental stages. Non-synonymous single nucleotide polymorphisms on its protein-coding sequences could result in undesired consequences in human. Therefore, it is necessary to develop methods for predicting any abnormality among those non-synonymous single nucleotide polymorphisms.